Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.055; wR factor = 0.155; data-to-parameter ratio = 17.2. organic compounds o2760 Ghaemi et al.
Molecules of the title compound, C 23 H 30 N 2 O 4 , are located on a crystallographic mirror plane. The molecule has a curved shape with the dihedral angle formed between the two benzene rings being 55.26 (5) . Intramolecular O-HÁ Á ÁN hydrogen bonds are noted. In the crystal, supramolecular layers are formed in the ac plane owing to the presence of C-HÁ Á Á interactions.
Related literature
For our previous work on Schiff base complexes, see: Rayati et al. (2007 Rayati et al. ( , 2010 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring.
Symmetry codes: (i) x À 3 2 ; y; Àz À 1 2 ; (ii) x À 1 2 ; y; Àz þ 1 2 .
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
the benzene ring to which it is attached as seen in the value of the C7-O2-C4-C3 torsion angle of -3.4 (3) °.
Molecules are assembled into layers in the ac plane through the agency of C-H···π interactions, Table 1 
Refinement
The C-bound H-atoms were placed in calculated positions (C-H 0.93 to 0.97 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2 to 1.5U equiv (C). Fig. 1 . The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. The molecule has mirror symmetry and the unlabelled atoms are related by the symmetry operation x, 3/2 -y, z. 
Figures
Orthorhombic, Pnma Mo Kα radiation, λ = 0.71073 Å Hall symbol: -P 2ac 2n
Cell parameters from 2488 reflections a = 10.0764 (7) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0641 (9) 0.0448 (7) 0.0504 (8) −0.0113 (7) −0.0195 (7) 0.0126 (6) O2 0.0598 (9) 0.0403 (7) 0.0721 (10) −0.0103 (7) −0.0096 (8) 0.0061 (7) N1 0.0415 (8) 0.0358 (7) 0.0482 (8) −0.0012 (6) −0.0100 (7) 0.0021 (6) C1 0.0334 (8) 0.0348 (8) 0.0375 (8) 0.0061 (7) 0.0004 (7) −0.0005 (7) C2 0.0387 (9) 0.0364 (8) 0.0365 (8) 0.0052 (7) −0.0004 (7) 0.0000 (7) C3 0.0405 (9) 0.0397 (9) 0.0425 (9) 0.0020 (8 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C1-C6 ring. 
